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IncRNA ZNF385D-AS2 miR-155 5 AERE N X &R

AR, BR B, BRANEKE R, BB (BENR RS JLO JUBE Bt/ 5 I TR B A5 i 5 e e L A s 363000)

(# E] BHH HUIF 4008 K 85 JE 45 RNA (IncRNA) 4748 25 #4 & 17 385D-AS2 (ZNF385D-AS2) i/ IMZH A% IR-155
(miR-155) Xf 40 s FB & BUS R BIAA E. ik BEERIRBENTA 10 AN AR 2R 35 156 BIHEF T 05T, 3 AR U 4N M 21 22
YL, IR IncRNA ZNF385D-AS2 \miR-155 21k /K-, 2 Pearson 2 P4 26 434 IncRNA ZNF385D-AS2 5 miR-155 # ik A %
P, I A SRR ERMER R R, IEREBEEAR)G 24 DHWALFEO, HR4E IncRNA ZNF385D-AS2 \miR-155 ik i 0L 73 i 55
Tk SIKREAL, I Log-rank £ 5t AN IncRNA ZNF385D-AS2 miR-155 Fik A ML AR  BBUEFAR, &R 4
JfUgEE 420 IncRNA ZNF385D-AS2 ik /K AR Foi a2 4141 (P <0.001) ,miR-155 ik /K i FHa 54140 (P <0.001) o Pearson 431
FIA MBS HFAN R 4140 b IncRNA ZNF385D-AS2 5 miR-155 ik 2 7M1 (r= —0.711,P <0.001) . IncRNA ZNF385D-AS2
R RH R IKIR I 2 &M A Ak G R 23 T 5 B F IneRNA ZNF385D-AS2 =363k 4H (P <0.05) , 1 miR-155 =36k
HhkiR I 2 R MR AR Ak I PR3 A 5 LL e T miR-155 {IR3RIB4 (P <0.05) , IncRNA ZNF385D-AS2 & 3Rk H IO E 72
EFVELEZRAN K 90.00% 92.50% , &5 T IncRNA ZNF385D-AS2 {E k4111 71.05% .76.32% (P <0.05) ;miR-155 &3 k4 TR A
B BBUERA R 73.56% \77.01% K F miR-155 {RRiK41HY 89. 86% 94.20% (P <0.05), £5it  JF4NIE AL+ IncRNA
ZNF385D-AS2 ik T W, T miR-155 Sk iy, 38 5 220k v] WRAIC AR 5 00 A A2 5 AR A% A S U TS () IR 7

[ X8R ] AR s IncRNA ZNF385D-AS2 ; miR-155 3 J5 FRHE ; o A fr 3 s BBUELER
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Relationship between IncRNA ZNF385D-AS2 , miR-155 and prognosis of hepatocellular carcinoma
SU Ya-yong, LIN Lin, CHEN Xiao-lan,ZHANG Hui-yong, GUO Yong-mu (Department of Infectious Disease,909th Hospital of
Joint Logistics Support Force/Southeast Hospital Affiliated to Xiamen University ,Zhangzhou Fujian 363000, China)

Abstract: Objective  To investigate the prognostic value of long non-coding RNA (IncRNA) zinc finger protein 385D-AS2
(ZNF385D-AS2) and microRNAs-155 (miR-155) on prognosis in patients with hepatocellular carcinoma. Methods A total of 156 patients
with hepatocellular carcinoma admitted to our hospital were selected for the study. The hepatocellular carcinoma tissues and adjacent tissues
were collected by surgery, and the expression levels of IncRNA ZNF385D-AS2 and miR-155 were detected. The correlation between the
expression of IncRNA ZNF385D-AS2 and miR-155 was analyzed by Pearson linear correlation, and the relationship between the two and the
clinicopathological characteristics was observed. The survival of patients 24 months after operation was recorded. According to the expression of
IncRNA ZNF385D-AS2 and miR-155,the patients were divided into the high expression group and the low expression group. The Log-rank test
was used to compare the tumor-free survival rate and cumulative survival rate of patients with different expressions of IncRNA ZNF385D-AS2
and miR-155. Results The expression level of IncRNA ZNF385D-AS2 in the hepatocellular carcinoma tissues was lower than that in the
adjacent tissues( P <0.001) ,and the expression level of miR-155 was higher than that in the adjacent tissues (P <0.001 ). Pearson linear
correlation analysis indicated that the expression of IncRNA ZNF385D-AS2 and miR-155 in hepatocellular carcinoma tissues was negatively cor-
related(r = —=0.711,P <0.001). The proportion of venous infiltration, multiple tumors, poorly differentiated, clinical stage Ill in the IncRNA
ZNF385D-AS2 low expression group was higher than that in the IncRNA ZNF385D-AS2 high expression group( P <0.05) ,while the proportion
of venous infiltration , multiple tumors ,poorly differentiated ,clinical stage Il in the miR-155 high expression group was higher than that in the
miR-155 low expression group (P <0.05). The tumor-free survival rate and cumulative survival rate of the IncRNA ZNF385D-AS2 high expres-
sion group were 90.00% and 92.50% ,respectively ,which were higher than 71.05% and 76.32% of the IncRNA ZNF385D-AS2 low expression
group( P <0.05) ;the tumor-free survival rate and cumulative survival rate of the miR-155 high expression group were 73.56% and 77.01% ,
respectively ,which were lower than 89.86% and 94.20% of the miR-155 low expression group (P <0.05). Conclusion The expression of
IncRNA ZNF385D-AS2 in hepatocellular carcinoma tissue decreased,while the expression of miR-155 increased. The abnormal expression of
them can reduce the tumor-free survival rate and the cumulative survival rate,and is expected to become a prognosis indicator.

Keywords : hepatocellular carcinoma;IlncRNA ZNF385D-AS2 ; miR-155 ; pathological characteristics ; tumor-free survival rate ; cumulative

survival rate
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SR 1 R 52 A W . K 6% JE 4 79 RNA (long non-
coding RNA, IncRNA ) 7] 3 izt 5% 42 5 53 [N 1 X 45 35 2K
TR 2 B DR TR A T8 4, s 1 A e SR I T
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Fik, TS 5IR I R R R, T H TS WG — &
#r{E' ™ . ZNF385D-AS2 fE N ZNF 1 — B3, Al g
257 MRk (855 40 MO 98 U B O 2 i S
W, A B R — P IAIE . BT, AW ST BT T 40
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PR ALY BT MR GE B RGP s BT AL 5%
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1.2 #wlor &k

JITAT R B T AR T 4 i R L 2 5 A
(BT A ke 22 /0 3 em) K ZH 2 AP IncRNA
ZNF385D-AS2 \miR-155 Fik /K-, 7ENCER AL S bR A b
WETFIRIE L ZH A, FrAm A 5 1A e PR B T A
RIGAFTLZE 80 CIRBE T o R SE I 91 % 5% PCR
( quantitative real-time reverse transcription PCR, qRT-
PCR) A, 385 % 5% i 7 & | TRIzol 3550, S )5 . Taq
DNA SRE R 5 N B 52 ER W A _E R KGR
PHCA R A EEALAR 18 SOt T (B
RRFSEA A BRA 7] N2 ) | v VR (DR IR 7
PHCA R ], DWA0FL262 1) (B (LA TR
JBeAE A BN ], TGL-16M %) GERIR VKA (1L 5 1Rt
PR ATAG FRS 7), BDF-86V348 1) i R4 (L st e &
PRI B A PR ], FYL-YS-150L 2Y) 5t 5E # PCR
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RINAZUL RNA: HSUEA L 0.1 ¢ BRI
IFEAR N AR R IS B AR R FEAS B T B D A
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i FHCE 15 min, LA 200 pL @552 30 s FEiiR
AL HrE S min, 7£4 CF .0 15 min(12 000 r/min) ,
He BV W 20 RNA i EP 454, LA S00 L 55 Py
FEOMIRA, Al T RO 10 min, £E 4 CF ELL 10 min
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FEE -20 C R,

Wi S PCR AN A1) FH 06 4% 5% 10550 & i RNA
WK cDNA 4T PCR 4717, 25 %E i PCR X
JE H IR A, PCR RN 45 F:95 °C 5 min ( i
AEE) 95 C 5 (A2 1) ,60 C 35 s(iB K HEFH) ,40
A1 #ho ZNF385D-AS2 b\ N i ¢ 8 o A g 50
GGTCTCGGTACATGCGTGGA-3" | 5°-TGGCAGTATAA-
CAGGCTCCC-3", miR-155 || N Uif ¢ 9 43 9l o~y 5°-
UUAAUGCUAAUCGUGAUAGGGGU-3’, 5°-CCCUAU-
CACGAUUAGCAUUAAUU-3’, GAPDH I | F i ¥ 5
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4 # N 5°-CCCACTCCTCCACCTTTGAC-3’, 5°-GGA
TCTCGCTCCTGGAAGATG-3", A 2 “2“"$44 IncRNA
ZNF385D-AS2 miR-155 X%} Fik =,
1.3 M
BEARERT 24 AH 803 AL ME
TEAERAYT 1 W FERE YT I A], £83 A 4l B 0B A e A2 A

NREL Ivga A JC A A, e s W 17 39 1] f8 & 1 TG R A A7 R
5%$\¢ﬁ$o WRBE ARG 24 4 H W EAEN R
#& IncRNA ZNF385D-AS2 miR-155 FEih L0 s =
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1.4 %itzsk
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TR AT KR HEVORIAIE £ A 22 (2 25) &
7,2 A LA T ST FEAS ¢ K555 . A Log-rank 55
Lt A 6] IncRNA ZNF385D-AS2 miR-155 F#ikEH T
JEEARR  BRAEAE RN 22 57, R Pearson 2% A%
4507 IncRNA ZNF385D-AS2 5 miR-155 25 3% (1 #] 3¢

Pho P <0.05 A ZITE L.
2 H#R

2.1 FamlefBEaR . J& a8+ IncRNA ZNF385D-
AS2 miR-155 %k ik
JH- 4 fu iR 21 2 IncRNA ZNF385D-AS2 ik /K-
T (P <0. 001 ) , miR-155 3K T8
FHL(P <0.001) , W3R 1, 2 Pearson ZeVEAH 4 H
o, JIF 40 B g 41 42 b IncRNA ZNF385D-AS2 5
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£1 HHMBEAHRA.E=HHA D IncRNA ZNF385D-AS2,
miR-155 RILLLE (x +5,n =156)
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16 JRJR FLAF AR 6 X F
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PIE AT, ¥ 358K =0. 25 FHh A T3k, %
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x2 FrHMmEAa
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IBYFMERIR R BI( %) ]

- (e Sy N sy
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o RN REBY R
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